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Session: Regenerative Medicine 109incubated for 24 hours. Pre- and post-iron sucrose labelled ASCS were evaluated
for cell surface immunophenotypes (CD73, CD90, CD105, CD 34, CD45 and HLA-
DR) and stained with 5%Prussian blue solution for proved ferric iron deposition.
Cell viability was assessed in hemocytometer after tripsinization by Trypan blue so-
lution. Chondrogenic-, adipogenic- and osteogenic differentiation of ASCs were
evaluated. Labelled-ASCs were titrated into 5x102, 5x103, 5x104, 5x105, 5x106
and 5x107 cells/ml and were determined their intensity using 3T MRI.
Results: The expression markers of iron sucrose labelled ASCs on flow cytometry
were equivalent with control. Mean of cell viability was 94.10 percent. Iron sucrose
labelled ASCs were proved for ferric iron uptake and cell differentiation in each
linage by specific staining solution. We were able to detected iron intensity start-
ing from 5x105 cells/microtube and increasing intensity in 5x106 and 5x107 cells/
microtube, respectively.
Conclusion: Iron sucrose incubation is an alternative safety method for ASCs label-
ling and tracking them after treatment by MRI. Clinicians and researchers may col-
lecting the location of ASCs engraftment without secondary surgical operation for
tissue sampling. Furthermore, animal studies are required to prove this method
before clinical application.
http://dx.doi.org/10.1016/j.jot.2016.06.123504
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Tissue engineered bone grafts (TEBG) using mesenchymal stem cells (MSCs)
demonstrate great potential for large bone defect treatment. However, the
current MSC expansion technique and the multi-step TEBG construction strategy
are harassed with many problems such as complicated and labour-intensive
procedures, high risk of contamination, and repeated trypsinisation, limiting the
clinical application of bone tissue engineering (BTE) technology. Microcarriers
may present a promising approach to address these problems, but currently
available microcarriers are either non-implantable or insufficient of biomimetic
potential to promote effective cell growth and function. In the current study,
we used demineralized bone matrix (DBM) to develop a biomimetic and
implantable microcarrier (DBM-MC), which could preserve the essential
biochemical composition, architecture, and surface topography of natural
bone tissue and provide the biomimetic matrix microenvironment for cell
adhesion, proliferation, and differentiation. Furthermore, we established a
DBM-MC based integrated TEBG fabrication strategy to seamlessly integrate the
multiple procedures including cell seeding, expansion, and osteogenic priming
under a continuous dynamic rotation condition. When benchmarked with
Cytodex 3, a widely used microcarrier, the DBM-MC shared similar density and
supported efficient cell adhesion and fast cell proliferation with the MSC
characteristics well-maintained. However, when expanded in vitro and
implanted in vivo ectopically, the MSC mediated DBM-MC constructs achieved
much more new bone formation with good vascularisation throughout the dense
bone tissue; whereas, MSC mediated Cytodex 3 constructs experienced limited
bone formation with scarce vascular networks and empty necrotic cavities in
the core region. Moreover, the mTEBG constructs generated via this integrated
system was used for critical sized cranial defect treatment and achieved suc-
cessful defect bridging at three months with two folds more bone regeneration.
The biomimetic and implantable DBM-MC based integrated system can provideFigure 1 Hypoxia- and chondrocyte-specific marker gene expression. Accepted phy
differentiation (SOX9, COL2) after 48 hrs under 1% pO2 (black bars) and 20% pO2 (grey bar
(B), next to loading control. Molecular weight markers (kDa) are indicated on the l
*** p < 0.001.an enclosed, large-scale, reduced trypsinisation, semi-automatic, and single-
step fabrication process to generate highly effective mTEBGs with outstanding
osteogenic and angiogenic efficacy, thus demonstrating great potential for the
clinical application of BTE.
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Background: Adult chondrocytes experience a hypoxic environment in vivo, which
is also referred to as physioxia (i.e., physiologically deprived oxygen pressure).
Positive effects on extracellular matrix (ECM) synthesis have been reported for
culturing chondrocytes from different species and origins under low oxygen ten-
sions that more closely resemble the in vivo situation. During re-differentiation
of expanded articular chondrocytes, physioxia during in vitro culture increased
the collagen type II expression. However, the mechanism by which physioxia en-
hances re-differentiation is still incompletely understood. We employed micro-
bioreactor technology to shed light into the contribution of the TGF-b superfamily
signalling ligands during chondrocyte differentiation under physioxic conditions in
vitro.
Subjects and Methods: De-differentiated chondrocytes in alginate were cultured
for 48 hours under physioxic (1% pO2) or normoxic (20%) conditions, using special-
ised bioreactor technology. Gene expression of chondrocyte-specific markers
(e.g., SOX9, COL2A1) as well as established hypoxia-controlled genes (e.g.,
PHD3, VEGFA, GDF10, HAS2) and components of the TGF-b superfamily signalling
pathways were analysed by real-time qRT-PCR and protein expression (Western
blot) after 48 hours. In addition, the conditions were combined with TGF-b super-
family ligand-specific RNAi (Sigma-Mission shRNA library) as well as selected phar-
macological TGF-b superfamily receptor inhibitors.
Results: Physioxia showed robust up-regulation of selected hypoxia-specific
marker genes. Furthermore, well-established chondrocyte-specific markers like
SOX9 and type II collagen were up-regulated (Fig. 1). From the different TGF-b iso-
forms, only one was selectively regulated by physioxic in vitro conditions on mRNA
and protein levels. In addition, physioxia also up-regulated both activin receptor-
like kinases, ALK1 and ALK5, while respective type II and III receptors appeared un-
responsive. Physioxia-induced type II collagen (COL2) expression was abrogated by
TGF-b isoform-specific RNAi. ALK5 inhibition showed a similar effect (data not
shown).
Discussion and Conclusion: In the present study, we used a sophisticated biore-
actor system to stringently feedback-control dissolved oxygen concentration in
the culture media of 3D-cultured chondrocytes in vitro. This, to show that extreme
physioxia (i.e., 1% pO2, resembling deep layer articular chondrocytes) induces
COL2 expression. Physioxia further appeared to facilitate TGF-b signalling in these
cells through ALK5 as evident from pharmacological inhibition. In summary, our
findings strongly suggest that low level hypoxia-induced TGF-b expression in human
articular chondrocytes in vitro is responsible for a subsequent induction of type IIsioxia-induced genes in chondrocytes (A) next to two key markers of chondrocyte
s). Representative protein expression of SOX9, collagen type II (COL2A1) are shown
eft and normalised quantitative data above the respective bands. ** p < 0.01;
110 Session: Regenerative Medicinecollagen expression through ALK5 in these cells. Our findings suggest that hypoxic
culture conditions for cartilage tissue engineering may benefit from an auto-regu-
latory cytokine signalling loop.
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Background: In vitro expansion of human articular chondrocytes (HACs) is required
for cell-based therapies to treat cartilage pathologies, because cartilage has a
poor intrinsic repair capacity. During standard expansion culture (i.e., plasma os-
molarity, 280 mOsm/kg) chondrocytes inevitably lose their specific phenotype and
de-differentiate. Unfortunately, this makes them inappropriate for autologous
chondrocyte implantation, or related, chondral repair techniques. It has been
shown that slightly elevated, but for articular chondrocytes physiological, osmolar-
ity (i.e., 380 mOsm/kg) increases type II collagen (COL2) expression in vitro. The
underlying molecular mechanism is, however, currently unknown. The transform-
ing growth factor beta (TGFb) superfamily members are accepted key regulators of
chondrocyte differentiation and further well-known to stimulate COL2 synthesis in
a variety of cell types, among which are chondrocytes. In this study, we aimed to
elucidate the contribution of the TGFb superfamily signalling as a putative molec-
ular mechanism that potentially stimulates COL2 expression under physiological
hyperosmolarity in vitro.
Subjects and Methods: HACs(P1) from patients undergoing knee arthroscopy were
cultured in cytokine-free medium of 280 or 380 mOsm/kg, under standard 2D in vi-
tro conditions, with or without lentiviral TGFb2 RNA interference (RNAi, Sigma-
Aldrich shRNA library). Expression of TGFb isoforms, BMPs, and chondrocyte
marker genes was evaluated by real-time qRT-PCR. TGFb2 protein secretion was
evaluated using ELISA and bioactivity was determined using an established re-
porter cell line. Involvement of BMP signalling was further investigated by
culturing HACs in the presence or absence of dorsomorphin (10 mM), an established
pharmacological inhibitor of these cytokines.
Results: Physiological osmolarity increased TGFb2 and TGFb3 mRNA expression,
TGFb2 protein secretion, as well as general TGFb activity under 380 mOsm/kg.Figure 1 Relative normalised COL2, BMP2, BMP4 and BMP6 mRNA expression in 280 (
(KD). Expression ratios of 280 mOsm control condition without virus are set to 1. DifferUpon TGFb2 isoform-specific shRNA-mediated knockdown, COL2 mRNA expression
was induced (Fig. 1). TGFb2 RNAi further induced expression of several BMPs to
large divergent extents (Fig. 1, data not shown), which were further up-regulated
under physiological osmolarity (Fig. 1). Physiological osmolarity-induced COL2
mRNA expression was, in contrast, secondarily suppressed by BMP-inhibitor dorso-
morphin (data not shown).
Discussion and Conclusion: TGFb2 knockdown under 380 mOsm increases COL2
expression in human chondrocytes in vitro, most likely through feedback regula-
tion of BMP signalling. BMP signalling itself is induced by osmolarity and increases
COL2 expression. Future studies will elucidate the BMP-mediated regulatory feed-
back loop upon TGF-b2 knockdown in more detail, as well as its influence on COL2
expression.
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Background: Ruptured tendons heal very slowly and complete recovery from
injury is uncertain. Hypo-cellularity and poor nutrient supply through a lack of
vascularity make tissue regeneration challenging. In addition, tenocytes tend to
de-differentiate during routine in vitro culture, while tendon-derived progenitor
cells (TDCs) can differentiate into mature tenocytes under a variety of physiolog-
ical stimulations. As tendons naturally transmit loads between muscles and bones,
they withstand substantial levels of strain in situ. Tensile strain is thus, an impor-
tant environmental factor for tendon homeostasis from which regenerative in vitro
approaches may benefit. However, current evidence is ambiguous and cyclic ten-
sile strains of different frequencies and amplitudes appear to exert different ef-
fects, ranging from promoting tenogenic differentiation, to inducing non-
tenocyte lineage differentiation. Platelet-rich plasma (PRP) is currently being
widely clinically tested as a soft tissue-healing agent and may accelerate tendon
repair. More specifically, platelet-released growth factors (PRGF) may promote
TDCs differentiation and stabilise their phenotype in vitro. Here, we used a novelwhite) and 380 (black) mOsm cultures and upon TGF-b isoform-specific knockdown
ences from control condition are indicated by ** (p<0.005).
